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SMARTer RACE 5" / 3" Kit
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SMARTer RACE 5" / 3" Kit

@® SMARTer RACE 5 / 3" KitRUft# (Code No. 634858/59)
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@® SMARTer RACE 57/3" KitHUi#ii#2 (Code No. 634858/59)
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SMARTer RACE 5" / 3" Kit
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SMARTer RACE 5" / 3" Kit
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. SMARTer first—strand cDNA synthesis reagents——=x{&FcDNA;
SeqAmp DNA Polymerase——B X 18K A EE&GC—richi&ify ;
In—Fusion Cloning reagents——IRiR. . TEREZHA,;
NucleoSpin Gel and PCR Clean-Up Kit——#£RIPCRF=H1451L =5 ;
Linearized pRACE vector——PCRF=¥ 5 fE L MR

N T = = ||" /\
Stellar Competent cells SR Z R, . IEJ ) |

I e oA

€ SMARTAE B cDNAEZRIRFIFIR

il & R = (2E Code No.
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SMARTer® RACE 5/3 Kit i#I8all-in—one kit, 20 % 634859
o & (2-1,000 ng) KJtotal RNARIAEHIE 10 % 634925
SMARTer® PCR cDNA Synthesis Kit KcDNA 20 & 634926
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